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Metabolic-Inflammatory Axis in Progressive MS

Neuronal demyelination and death

in progressive multiple sclerosis
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Progressive MS: Divergent Pathways & Convergent Damage
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Weighted Gene Co-expression Network Analysis (WGCNA)
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Validation in Human Postmortem MS Brain Tissues

Genes of SPMS Fold PPMS Fold
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Pharmacological Modulation in SH-SY5Y Neuronal Cells

Lysosome-targeting
acidic nanopatrticles

(Zeng et al., Nat Commun, 2023)
(Lo et al., ACS Nano, 2024)

(US Patent No. 10925975)
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